Pedigree offamily undergoing testing, showing I samples run in adjacent lanes and with mixing of samples to allow clear resolution of all four alleles. This showed incompatible alleles in each of the two affected sibs, suggesting either non-paternity, recombination, or sample mix up. Non-paternity was confirmed using YNH24 probing, which showed five alleles in the family, with II.2 having a fifth allele not present in the other sibs. Repeat samples were requested, and DNA from the original stock solutions was received, along with a DNA sample from sib 11.4, who had recently requested predictive testing at that centre. We, in return, sent two DNA samples from our patients II.5 and 11.6 to the regional centre elsewhere for concurrent testing.
Repeat testing of the two affected samples again showed incompatible allele types (figure) 
